Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.002 Å; disorder in main residue; R factor = 0.039; wR factor = 0.103; data-to-parameter ratio = 14.1.
In the title complex, [Mg(C 44 H 28 N 4 )(C 6 H 4 N 2 )(H 2 O)], the Mg 2+ cation is octahedrally coordinated and lies on an inversion center with the axially located 4-cyanopyridine and aqua ligands exhibiting 50% substitutional disorder. The cyano-bound 4-cyanopyridine molecule also is disordered across the inversion centre. The four N atoms of the pyrrole rings of the dianionic 5,10,15,20-tetraphenylporphyrin ligand occupy the equatorial sites of the octahedron [Mg-N = 2.0552 (10) and 2.0678 (11) Å ] and the axial Mg-(N,O) bond length is 2.3798 (12) Å . The crystal packing is stabilized by weak intermolecular C-HÁ Á Á interactions. 
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Cg12 and Cg14 are the centroids of the N2/C6-C9 C17-C22 rings, respectively. (Burnett & Johnson, 1996) and ORTEP-3 for Windows (Farrugia, 2012) ; software used to prepare material for publication: SHELXL97.
metal-organic compounds geometry of the latter species, we report herein the crystal structure of the title complex, [Mg(TPP)(4-CNpy)(
(where TPP is the 5,10,15,20-tetraphenylporphyrin dianion and 4-CNpy is 4-cyanopyridine).
In the title complex the Mg cation is octahedrally coordinated and lies on an inversion center with the axially-located 4-cyanopyridine and aqua ligands having occupancy factors of 0.5. The atoms of these disordered ligands are divided in two parts: in part 1, the fragment containing the atoms N3, C23, C24, C25A and C26A and in part 2, the atoms O1, N4, C25B and C26B, related by the symmetry code (i) -x, -y+1, -z+1. The 4-cyanopyridine ligand also has inversion symmetry with 50% occupancy [symmetry code (ii): -x+1, -y, -z+1] (Fig. 1) 3,5,6-tetrafluoro-7,7,8,8-tetracyanoquinodimethane) (Hibbs et al., 2003) , but is within the range of 2.152 (2)-2.57 (1) Å found for several magnesium-nitrile non-porphyrin complexes in the CSD [refcodes FEGQAJ (Etkin et al., 1998) Special details Geometry. All s.u.'s (except the s.u. in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell s.u.'s are taken into account individually in the estimation of s.u.'s in distances, angles and torsion angles; correlations between s.u.'s in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell s.u.'s is used for estimating s.u.'s involving l.s. planes. 
Refinement. Refinement of
